WebTraceMiner Frequently Asked Questions (FAQS)

[Question 01]. Are the source codes available for local installation?

At the current stage, we are not ready to reldasesaurce codes yet, since releasing
source codes involves many issues such as detatednentation, user support, license
and so on. However, in the future, we will reletilsesource codes if we have necessary
resources.

[Question 02]. Who should | contact with, if | have technical questions?

For all technical questions, you can send emait®tofergdb _support@muohio.edu
For other general questions, you can send emaiisridfergdb _info@muohio.edu

[Question 03]. Who can use the WebTraceMiner web service?

A general user can utilize our server anonymouslly.anonymous input and output data
are store in our server with an unique identifienjch consists of a uniform guest email
address plus a given date and time staanp, Quest@email.com_070328 111250,
EmailAddress_YYMMDD_HHMMSS). For registered usetata are identified

similarly but with users’ own email address.

[Question 04]. How many tracefiles | can upload at one time?
Currently, we allow the maximum 50 MB trace filestte uploaded into our server. This
should be enough for all trace files from a sirggguencing 96-/384 plate. If you have

multiple plates, you can use WebTraceMiner multiptees to process relevant data.

[Question 05]. How to download and save data locally?
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All raw traces files as well as derived files at@ead in a specific folder created for a
given trace processing event. As shown in the alfigure, all the data displayed in four
views (i.e.,Tabulated View, XML View, Fasta View andColor-coded View can be saved
locally for future exploration.

(1) Tabulated View
After a user clicks “Sequence Filter”, then a Imkmed “Save to file” will be available to
save tab-delimited data.

® sequence Filter Help: ® — HeETE

Mo Sequence zeqType dir  rLen gqTag 5z gstart  gStop gqlLen wMurm

1 CoLD1_10_A0S.bil_A029 est 3 i1zz9 1 42% 32 Q09 g878 1
2 CoLD1_ 12 A07.b1_A029 est 3 1357 1 21% 40 BZ0 FE1 1
3 CoLD1_ 12 BO4.b1_A029 est 3 iz42 1 42% 39 774 736 1
4 COLDd_ 12 S07.b1_A029 est 3 1255 1 513 =8 g9z 855 1
=] CoLD1 14 B10.b1_A029 est 3 1405 1 91% 25 774 730 1
& CoLDl_ 15 A10.b1_A029 ast 3 14z0 1 43% 25 =L 3¢ 519 1
7 COLDd_ 17 _HOl.b1l_A029 est 3 1254 1 443 28 220 203 i
g CoLD1_ 19 G501.b1_A029 est 3 1413 1 1% 25 T23 5399 1
@ sequence Filter Help: #
SegMame: I—
Crirection: ID_;[ qTag: Il_;[ AMD -
Wackar: whurm I_ = wRum = I_ Im
Filter PalyT: ptMurn: Ia_;[ I— Match: Im Im
Palys pakurn: Ia_;[ I— Match: Im AMD =
Adaptarl: alMurn: Ia_;[ I— Match: Im AMD =
Adaptar2: aZMurn: Iz_;[ I— Match: Im Im
Ernzyrnel: elMurn: Iz_;[ I— Match: Im AMD -
Ernzyrme2: e2Murn: Iz_;[ I— fatch: m
Submit Fave to file — Here
(2) XML View
A user can copy-and-paste to save the entire
S L et g e ML Page displayed after XML View is
selected.
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<?xml version="1.0"2>
<xml>
<zeq_read:>
<config_uidrguestBmuohio.edu 070330_02Z0300</config uid»
<seq_name>COLD1_10_ k03 .hl_kDZQ(/sEq_nsmE}
<seq_typerest</seq type>
<est_dirr3</est_dir>
<reverse_comp lement>No</reverse_complement>
<raw_length>1329</rawv_length>
<n_gontent>d</n_contentr
<& _content»>423</a_content>
<t_Content>346</t_contents
<g_content»260</g_content:
<e_content>286</c_content>
<gc_content>42%</go_content>



(3) Fasta View

There are two different links for “Download Fasi&e&’. One is “Individual Files” and
the other is “Combined File” (see the left Figur&sing these two options, a user can
download all individual fasta files or a combinedtfa file.

Fasta Files :

Raw Secpuences Fasta All Seqs I Passed I Failed I
High Quality Seq Fasta All seqs |  Passed | Failed |
Final Sequence Fasta All Seqs I Passed I Failed I
Total B sequences. | Pagel |

Dowrload Fasta Files Indridual Files Comhined File Help &

> COLD1_10 A08.h1_A029
ATAGGNNNGGACCGCTGACGATACCCTANACTTCTCGAGTTTTTTTTTTT
TTTTTTTTTTCACALTACACAGCATTALCTCGTGATTTTATCATARATGT
ALLACCATACATCGTTGTCTACAGATAATGATACTTGATTALLRATCACA
ALLATAATCAGAATCTGTAATACTCGGCALAATCGATTTTALLGRATATC
ACACCGTRACTTCGACAATTTGCTTGGACCARATTATTTC TTGCGAGGAL
ALATGCGARAGACCAGGATTTALATGAATGTAACTATAGC TCTAAGGAAG
GCAGATATTGACCTGTTATTGCGCATC TALCCTTCCCAGC TTGGATAACA
AACTATCARATTTTTTCCGAACAGTGCALAAGAATACAGUCACAATTACG
ATTTCCCAGGAAGACTATAGGACACTTCAATATCALAGAGTCCAGAATGEC
TGCACTGAAGAGATALACARACTCGCALATCATTATGATALACATTTGGA
TTTGCTTTACAGALLLAALACCCTCTTCACTGATCTGTTATGTARATATCA
AACAACACTGAAAGCCGACTGAATTGTTGATGARACATGCGALGCALTAG
TCTGAGATGCALAATTTTGAACCTGTTTCTTTGCATCTTTTCGGCATTTC
GTALATCCAACAATGTTTGCAATGCTTALAGCCARACALACTCCAACCAC
TAGAAGATAATCAATGTTGAGCTTGATTALGGCTACALTCCCCAATGCCA

(4) Color-coded View

A user can use Brower save function to save thdevho
w8 Edit Wiew History Bookmarks Tools  Help flle as a HTML document-
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Prink Presiew ARKACCATAC ATCGTTGTCT ACAGATAATG ATACTTGATT ARRAATCACA AARATAATCA GAATCTGTAA TACTCGECAA RATCGATTTT ARAGAATATC
X GAGG Adaptor 2 ACACCGTAAC TICGACAATT TGCTTGGACC ARATTATTTC TTGCGAGGAR ARATGCOARR GACCAGGATT TARATGARTG TAACTATAGC TCTAAGGAAG
Print... Ctrl+P GCAGATATTS ACCTGTTATT GOGCATCTAR COTTCCCAGE TTGGATAACA AACTATCAAA TTTTTTGCGA ACAGTGCAAR AGRATACAGE CACAATTACG
[ Enzyme 2 ATTTCCCAGS ARGAGTATAG GACACTTCAA TATCAAAGAG TCCAGARTGC TGCACTOAAG AGATARACAA ACTCGCARAT CATTATGATA AACATTTGGA
TTTGCTTTAC AGARAMARAC CCTCTTCACT GATCTGTTAT GTAMATATCA RACAACACTE ALAGCCGACT GAATTGTTGA TGARACATGC GRAGCALTAG
Import... TCTGAGATGE AARATTTTGA ACCTETTTET TTGCATCTTT TCGECATITC GTARATCCAA CARTGTTTGC AATGCTTAAL GCCARACAAR CTCCAACCAC
TAGARGATAA TCARTGTTGA GOTTGATTAR GGCTACAATC CCCARTGOCA CCCACACAAC AGCTGTGAGA TARAGCETCC ACCAARAGAG CCATGAATCC
1 FFli TTTTIGTTAL TCCGEGATAL TGACTCOTGC CTCGTGCCGA ATTCGTAATC ATETCATAGE TGTITCCTGT GTGARATTST TATCCGCTCA CRATTCCACA
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